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Abstract 

Background  Current drug treatments for dementia aren’t effective. Studying gene-environment interactions can 
help develop personalized early intervention strategies for Alzheimer’s disease (AD). However, no studies have exam-
ined the relationship between screen-based sedentary activities and genetic susceptibility to AD risk, and further 
understanding of the causal relationship is also crucial.

Methods  This study included 462,524 participants from the UK Biobank with a follow-up of 13.6 years. Participants’ 
screen-based sedentary activities time was categorized into three groups based on recorded time: ≥ 4 h/day, 2–3 h/
day, and ≤ 1 h/day. Cox proportional risk models were used to analyze the association between computer use/TV 
viewing groups and the risk of all-cause dementia, AD and vascular dementia (VD). Generalized linear model (GLM) 
were used to examine the relationship between screen-based sedentary activities and brain structure. Bidirectional 
Mendelian randomization (MR) was used to validate the causal relationship between TV viewing and AD.

Results  Compared to TV viewing ≤ 1 h/day, 1)TV viewing 2–3 h/day was correlated with a higher risk of all-cause 
dementia (HR = 1.09, 95% CI:1.01–1.18, P < 0.05), and TV viewing ≥ 4 h/day was associated with a higher risk of all-
cause dementia (HR = 1.29, 95% CI: 1.19–1.40, P < 0.001), AD (HR = 1.25, 95% CI:1.1–1.42, P < 0.001), and VD (HR = 1.24, 
95% CI: 1.04–1.49, P < 0.05); 2) TV viewing ≥ 4 h/day was correlated with a higher AD risk at intermediate (HR = 1.34, 
95% CI: 1.03–1.75, P < 0.001) and high AD genetic risk score (AD-GRS) (HR = 2.18, 95% CI: 1.65–2.87, P < 0.001);3) TV 
viewing 2–3 h/day [β = (-94.8), 95% CI: (-37.9) -(-151.7), P < 0.01] and TV viewing ≥ 4 h/day [β = (-92.94), 95% CI: (-17.42) 
-(-168.46), P < 0.05] were correlated with a less hippocampus volume. In addition, a causal effect of TV viewing 
times was observed on AD analyzed using MR Egger (OR = 5.618, 95%CI:1.502–21.013, P < 0.05).
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Conclusions  There was a causal effect between TV viewing time and AD analyzed using bidirectional MR, and more 
TV viewing time exposure was correlated with a higher AD risk. Therefore, it is recommended that people with interme-
diate and high AD-GRS should control their TV viewing time to be less than 4 h/ day or even less than 1 h/day.

Keywords  TV viewing, Genetic susceptibility, Brain structure, Dementia, Bidirectional Mendelian randomization, UK 
Biobank

Background
With the aging of population, dementia has become a 
major public concern worldwide and is expected to affect 
1.5 million people by 2050, placing an enormous burden 
on society [1, 2]. Current drug treatments for dementia, 
especially Alzheimer’s disease (AD), have not yielded 
satisfactory results [3]. More and more risk factors for 
dementia have been identified by evidence-based medi-
cine, which has promoted the development of dementia 
prevention strategies [4].

AD is attributed to the combination of genetic and 
environmental factors [5]. Study of gene-environment 
interactions contributing to AD development can help 
develop personalized early AD intervention strategies 
to dramatically decrease AD incidence worldwide [6]. 
Today’s people keep sedentary status during nearly two-
thirds of their leisure time with the most popular activi-
ties including watching TV and using computers [7]. 
Studies showed that excessive TV viewing is associated 
with cognitive decline [8, 9]. However, there is no study 
on the relationship between screen-based sedentary 
activity and genetic susceptibility to AD risk.

Magnetic resonance imaging (MRI) can be applied to 
detect different types of structural and functional abnor-
malities in dementia [10]. Research is needed to study the 
relationship between screen-based sedentary activity and 
brain structure.

Understanding the causal relationship of screen-based 
sedentary activities and AD is critical for prevention of 
AD. Traditional observational epidemiological studies 
have many limitations in investigation of disease etiol-
ogy and inferencing causality (e.g., reverse causal associa-
tions and potential confounding factors) [11]. Mendelian 
Randomization (MR) research design following the Men-
delian inheritance law of "parental alleles are randomly 
assigned to offspring", and MR based on genetic vari-
ations are very helpful for overcoming these limita-
tions [12, 13]. In our study, to obtain a more reliable and 
definitive causal relationship of screen-based sedentary 
activities and AD, bidirectional MR was used to further 
validate the findings of our observational study.

Based on the UK Biobank, the aim of this study was 
to investigate the relationship of screen-based sedentary 
activity (computer use and TV viewing) and vascular 
dementia (VD), all-cause dementia, and AD. In addition, 

we also explored the correlation between genetic sus-
ceptibility and screen-based sedentary activity and 
AD risk. Moreover, we investigated the association of 
screen-based sedentary activity with brain structure. 
Bidirectional MR was then utilized to validate the causal 
association of TV viewing and AD.

Methods
Study population
UK Biobank (UKB) is a frequently used prospective 
cohort for risk factor studies on major diseases in and old 
and middle-aged adults. More than half a million women 
and men (40–69 years old) were recruited between 2006 
and 2010, and their health status was tracked over time. 
Since its inception in 2006, UKB has collected blood, 
urine, and saliva samples, genetic and imaging data, and 
demographic, health, lifestyle, social and economic infor-
mation from more than 500,000 UK participants [14]. 
The UKB study was approved by the Northwest Multi-
center Research Ethics Committee (11/NW/0382), and 
all participants signed written informed consent forms 
[15, 16]. Our study obtained the UK Biobank license with 
application ID of 76,636.

The exclusion criteria were as follows: previous all-
cause dementia, AD or vascular dementia (n = 253); 
participants who lacked complete baseline data records, 
genetic data, and exposure data (n = 39,617). Eventually, 
among the 502,394 original participants, 462,524 partici-
pants were included in this study.

In addition, as changes in brain structure are a long-
term process, 4,831 of the 462,524 participants had 
complete MRI data after 2019 (Instance 3: imaging 
visit,2019 +) and were selected for structural brain analy-
sis. All participants had complete case analysis. Figure 1 
shows the flow chart of the study.

Exposures
Exposure factors in our study were based on screen-
based sedentary activities, including television view-
ing and computer use [7]. All the participants finished a 
questionnaire including questions such as computer use 
in leisure time and TV watching. Based on the recorded 
time for screen-based sedentary activities (Filed ID: 1080, 
1070), three categories of TV viewing and computer use 
were generated: ≥ 4 h/day, 2–3 h/day and ≤ 1 h/day [17].
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Confounders
A series of sociodemographic, behavioral, and cardio-
vascular disease confounding factors associated with 
dementia were selected based on the literature [2, 18]. 
The confounders included age, sex, body mass index 
(BMI), education level, Townsend deprivation index 
(TDI), ethnicity, myocardial infarction (MI), alcohol use, 
hypertension, smoking, diabetes, and stroke. The con-
founder variables were obtained from UKB database reg-
istration records and hospital diagnosis records.

Outcomes
The primary outcome included VD, all-cause dementia, 
and AD. The outcome events were determined according 
to the UKB database algorithmically-defined outcomes 
and the records of the outcome of the hospital diagno-
sis (Field ID :42018,130840,130842,42020,130836,4202
2,130838,42024). Follow-up time was the time when the 
outcome event occurred, the time of registered death, or 
the time when the final outcome occurred (November 13, 
2021), whichever occurred first.

Brain MRI
The scanner used for brain MRI data capture is a 
standard Siemens Skyra 3  T running VD13A SP4, 
with a standard Siemens 32-channel RF receive head 
coil, The processing of brain MRI data has been 
reported previously [19]. T1-weighted imaging, a 

high-resolution structural MRI technique producing a 
strong contrast between white and gray matters, was 
used for test of brain anatomy [20], and the brain (gray 
matter + white matter) volume (mm3) (normalized for 
head size), gray matter volume, white matter volume, 
and hippocampus volume were selected and analyzed 
(Field ID : 25009,25007, 25005, 25019, 25020).

Assessment of genetic susceptibility to Alzheimer’s disease
Polygenic risk scores (PRS) are often used for genetic 
risk assessment for AD. Previous study showed the 
genotyping of UKB participants and input procedures 
for quality control of genetic data [21]. In this study, to 
reduce the high genetic risk score of false positives, the 
newly discovered UKB database single nucleotide poly-
morphisms (SNPs) were not involved in our score. The 
29 SNP sites that were highly correlated with AD were 
selected from previous Genome-wide association study 
(GWAS) [22–24]. For each participant, the AD genetic 
risk score (AD-GRS) was obtained according to the 
SNPs and the corresponding weight (beta coefficient) 
as previously described [25]. The beta coefficient and 
SNPs are shown in Supplemental Table S1. The partici-
pants were assigned with low (1 quintile), intermediate 
(2–4 quartiles), or high (5 quintiles) AD-GRS.

Fig. 1  The flow chart of the study. VD, vascular dementia; AD, Alzheimer’s disease; MRI, Magnetic resonance imaging
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Bidirectional MR analysis
In bidirectional MR analysis, genetic variation (SNPs) 
was utilized as an instrumental Variable (IV), and out-
come IV and exposure IV were utilized to study the 
potential causal association between “exposure” and 
“outcome” [26, 27]. To avoid false positive results, the 
selected SNPs were utilized to study the potential causal 
association in the separate GWAS [28]. All genetic vari-
ants (SNPs) with time spent in watching television (TV) 
or AD were selected at P < 10–8 from the correspond-
ing GWAS. SNPs were clumped for independence with 
r2 > 0.001 to remove IVs with linkage disequilibrium [6]. 
Five methods, including MR Egger Weighted mode, 
Weighted median, Simple mode, and Inverse variance 
weighted (IVW) were utilized for MR analysis after data 
pretreatment to keep SNPs effect alleles and effect sizes 
uniform ("harmonise_data" in the TwoSampleMR pack-
age) [29].

In our study, the AD genetic IV data were acquired 
from a GWAS of UKB participants with an ID of ieu-b-2, 
and the time spent in watching TV IV was also acquired 
from a GWAS with an ID of ukb-b-5192.

First, we investigated when TV viewing was used as an 
exposure factor whether there was a causal association 
with AD (outcome) risk. The time spent in watching TV 
IVs were obtained from a GWAS of UKB participants 
(Supplemental Table S2). After extracting IV information 
(Supplemental Table S3) that exposed (the time spent 
in watching TV) to the outcome (AD), the exposure IVs 
were matched to the effect allele of outcome IVs (Supple-
mental Table S4), and eventually 100 SNPs were used as 
IVs for MR analysis using five methods.

Then, we investigated when AD was used as an expo-
sure factor whether there was a causal association with 
TV viewing time (outcome). The AD IVs were obtained 
from ADGC and EADI (Supplemental Table S5). After 
extracting IV information (Supplemental Table S6) that 
exposed (AD) to the outcome (the time spent in watching 
TV), the exposure IVs were matched to the effect allele 
of outcome IVs (Supplemental Table S7), and eventu-
ally 18 SNPs were used as IVs for MR analysis using five 
methods.

Finally, to obtain reliable MR results, sensitivity analy-
sis of MR results was performed (Supplemental Figure 
S1-  S6), including: 1) heterogeneity test, which tests for 
differences among IVs; 2) horizontal pleiotropy, which 
indicates whether there are confounding factors in the 
study; 3) leave-one-out analysis: the SNPs are removed 
one by one to determine whether a SNP has significantly 
changed the results. Through MR Sensitivity test, we 
selected the most appropriate MR analysis method [30]. 
IVW corresponds to a weighted regression of the effect 

of exposure on the outcome with a zero-intercept limit. 
Due to this limitation, the results may be biased if the 
instrument SNPS shows horizontal pleiotropy. This may 
be due to the effect of causal pathways other than expo-
sure on the results [31]. In addition, Weighted Median 
uses the majority of genetic variants of SNPS to deter-
mine the potential causal relationship. The estimate of 
the MR Egger method is known to be relatively robust 
for the existence of poly-efficacious [32]. Therefore, MR-
Egger regression estimation is used in the case of the 
existence of pleiotropy. If there is no pleiotropy, the IVW 
estimate is preferred. When there is only heterogeneity 
and no pleiotropy, the Weighted Median results are pre-
ferred [29, 33].

Two Sample MR Software packages were utilized for 
MR Analysis and R software was utilized for all statistical 
analysis.

Statistical analyses
Baseline features are grouped by TV viewing and Com-
puter use. Numerical variable data are represented by 
mean ± median (quartile) (non-normal distribution) or 
standard deviation (normal distribution). Classification 
variables are represented by the sample size and propor-
tion of each group.

The Kaplan–Meier (K-M) curves were utilized to evalu-
ate the cumulative risk of Computer use/TV viewing and 
different outcomes (all-cause dementia, AD and VD), 
and TV viewing and computer use time was divided into 
three groups: ≥ 4 h/day, 2–3 h/day, and ≤ 1 h/day.

The Cox proportional risk models were applied to 
investigate the correlation of computer use/ TV viewing 
groups and all cause dementia, AD, and VD; model 1 was 
unadjusted; model 2 was adjusted for sex and age; Model 
3 was adjusted for education level, ethnicity, sex, age, 
alcohol use, BMI, TDI, smoking, MI, diabetes, stroke, and 
hypertension. In addition, we also performed subgroup 
analyses by sex (Supplemental Figure S7).

The Cox proportional risk models were also used to 
investigate the association between Computer use/TV 
viewing, AD-GRS and AD risk. We examined the effect 
of the interaction of computer use/TV viewing with 
the AD-GRS on AD risk, and performed a likelihood 
ratio test to generate an overall interaction test result. 
The model was adjusted for education level, ethnic-
ity, sex, age, alcohol use, BMI, TDI, smoking, MI, dia-
betes, stroke, hypertension and AD-GRS. In addition, 
to further investigate the association between gene-
environment combinations and AD risk, participants 
were categorized into nine groups based on different 
combinations of AD-GRS (low, intermediate, and high) 
and TV viewing/Computer use time. We selected the 
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less viewing/Computer use time combined with low 
AD-GRS as the reference group to examine the associa-
tion of the other groups with AD risk. The model was 
adjusted for education level, ethnicity, sex, age, alco-
hol use, BMI, TDI, smoking, MI, diabetes, stroke, and 
hypertension.

The generalized linear models (GLM) were applied 
to investigate the correlation between screen-based 
sedentary activities and white matter volume, hip-
pocampus volume, gray matter volume, and white mat-
ter + gray matter volume. The model was adjusted for 
ethnicity, sex, age, alcohol use, education level, BMI, 
TDI, smoking, MI, diabetes, stroke, and hypertension. 
P-value corrected by Benjaminiand and Hochberg (BH) 
method.

R software was used for statistical analyses, and P 
value < 0.05 was considered statistically significant.

Results
Baseline characteristics
Totally our study had 462,524 enrolled UKB participants 
(median follow-up time: 13.6 years; median age: 58 years; 
sex: 54.2% male and 45.8% female). There were 6650 new 
cases of all-cause dementia (1.4%), 2776 new cases of AD 
(0.6%), and 1514 new cases of VD (0.3%) during follow-
up (Table 1).

The Kaplan–Meier (K‑M) curve
The K-M curves were utilized to evaluate the cumulative 
risk of Computer use/TV viewing and different outcomes 
(all-cause dementia, AD and VD). As shown in Fig.  2, 
compared to the group with TV viewing ≤ 1  h/day, the 
groups with TV viewing 2–3  h/day or ≥ 4  h/day exhib-
ited a higher risk for VD, all-cause dementia and AD. 
In contrast, the group with computer use ≥ 4 h/day had 
a lower risk for AD and all-cause dementia compared to 
the group with computer use ≤ 1 h/day.

Hazard ratio (HR) estimation for VD, AD and all‑cause 
dementia
The Cox proportional risk models were applied for esti-
mation of the correlation if the computer use/TV viewing 
groups and outcomes (VD, AD and all cause dementia). 
As shown in Table  2, after multivariate model adjust-
ment, compared to the group with TV viewing ≤ 1 h/day, 
the group with TV viewing of 2–3 h/day was correlated 
with a higher risk for all-cause dementia (HR = 1.09, 95% 
CI:1.01–1.18, P < 0.05), and the group with TV view-
ing ≥ 4 h/day was associated with a higher risk for AD 
(HR = 1.25, 95% CI:1.1–1.42, P < 0.001), all-cause demen-
tia (HR = 1.29, 95% CI: 1.19–1.40, P < 0.001), and VD 
(HR = 1.24, 95% CI: 1.04–1.49, P < 0.05). In addition, after 
multivariate model adjustment, no obvious correlation 

was observed between Computer use and VD, AD and all 
cause dementia (P > 0.05). In addition, subgroup analyses 
by sex showed similar results (Supplemental Figure S7).

Joint correlation between TV viewing/Computer use 
and AD‑GRS for AD risk
The Cox proportional risk models were applied for esti-
mation of the correlation of Computer use/TV viewing 
time, AD-GRS and AD risk. No significant correlation 
was found between TV viewing/Computer use time 
and AG-GRS on AD risk (P > 0.05). As shown in Fig.  3, 
as AD-GRS increased, more AD-GRS participants 
were associated with a higher AD risk (P < 0.001). After 
the model has been adjusted for multiple variables. As 
shown in Fig.  3A, an increasing trend was observed in 
HR with higher AD-GRS combined with the TV viewing 
time. Compared with the group with TV viewing ≤ 1 h/
day, the group with TV viewing ≥ 4  h/day was corre-
lated with a higher risk of AD at intermediate AD-GRS 
(HR = 1.34, 95% CI: 1.03–1.75, P < 0.001) and high AD-
GRS (HR = 2.18, 95% CI: 1.65–2.87, P < 0.001). While no 
correlation was observed between computer use time 
and AD risk in different AD-GRS groups (Fig. 3B).

The association between screen‑based sedentary activities 
and brain structure
The GLM were used for evaluation of the correlation 
between screen-based sedentary activities and brain 
structure. As shown in Fig.  4A, after the model has 
been adjusted for multiple variables, no significant cor-
relation was observed between TV viewing and gray 
matter volume, white matter volume, and white mat-
ter + gray matter volume (P > 0.05). However, compared 
to the TV viewing ≤ 1 h/day, a less hippocampus volume 
was observed in the groups with TV viewing of 2–3  h/
day [β = (-94.8), 95% CI: (-37.9) -(-151.87), P < 0.01] and 
TV viewing ≥ 4  h/day [β = (-92.94), 95% CI: (-17.42) 
-(-168.46), P < 0.05]. As shown in Fig.  4B, no significant 
correlation was observed between computer use and 
brain structure.

Summary of the MR analysis
The bidirectional MR was utilized to validate the causal 
association between AD and TV viewing.

We first investigated when TV viewing was used as an 
exposure factor, whether there was a causal association 
with AD (outcome) risk. The results of five MR analy-
sis methods are shown in Fig.  5A. No obvious causal 
association was observed between TV viewing time 
and AD risk analyzed using Inverse variance weighted 
(OR = 1.338, 95%CI: 0.987–1.815, P = 0.06), Weighted mode 
(OR = 1.168, 95%CI:0.402–3.395, P = 0.78), Weighted median 
(OR = 1.246, 95%CI: 0.81–1.919, P = 0.32), and Simple 
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mode (OR = 1.145, 95%CI: 0.356–3.68, P = 0.82), however, 
significant causal effect of TV viewing time was observed 
on AD risk analyzed using MR Egger (OR = 5.618, 95%CI: 
1.502–21.013, P < 0.05). We further performed leave-one-
out sensitivity test, pleiotropy test, and cohort hetero-
geneity test, and no heterogeneity was observed among 

IVs (P > 0.05), and no significant difference was observed 
between the MR results estimated by other IVs and the 
total results after excluding a certain IV, while there 
was horizontal pleiotropy among multiple IVs (P < 0.05) 
(Supplemental Figure S1). Visualizations of other MR 
results are shown in Supplemental Figure S2-S3. MR 

Table 1  Baseline characteristics of participants in three categories of TV viewing and computer use

Characteristics All TV viewing Computer use

 ≤ 1 h/day 
(n = 95591)

2–3 h/day 
(n = 233532)

 ≥ 4 h/day 
(n = 133401)

 ≤ 1 h/day 
(n = 357726)

2–3 h/day 
(n = 78171)

 ≥ 4 h/day 
(n = 26627)

Age (Median, 
IQR)

58 (50,63) 54 (48,61) 57 (50,63) 61 (54,65) 58 (50,63) 58 (50,63) 55 (48,61)

TDI (Median, 
IQR)

-2.2 (-3.7,0.4) -2.1(-3.7,0.5) -2.4 (-3.8,0) -1.9 (-3.5,1.1) -2.2(-3.7,0.3) -2.1 (-3.6,0.7) -1.7(-3.5,1.3)

BMI (Median, 
IQR)

26.7(24.1,29.1 25.3(23,28.1) 26.6(24.1,29.6) 27.9(25.2,31.3) 26.5(24,29.6) 27.4(24.7,30.6) 27.6(24.8,31)

Sex (n, %)
  Female 250879 (54.2) 52813 (55.2) 126113 (54) 71953 (53.9) 207076(57.9) 33175 (42.4) 10628 (39.9)

  Male 211645 (45.8) 42778 (44.8) 107419 (46) 61448 (46.1) 150650(42.1) 44996 (57.6) 15999 (60.1)

Ethnicity (n, %)
  White people 422157 (91.3) 83775 (87.6) 213922 (91.6) 124460 (93.3) 329378(92.1) 69734 (89.2) 23045 (86.5)

  Mixed people 16671 (3.6) 3992 (4.2) 8402 (3.6) 4277 (3.2) 12436 (3.5) 2977 (3.8) 1258 (4.7)

  Other people 23696 (5.1) 7824 (8.2) 11208 (4.8) 4664 (3.5) 15912 (4.4) 5460 (7) 2324 (8.7)

Education (n, %)
  College/ 
University

153203 (33.1) 52086 (54.5) 79174 (33.9) 21943 (16.4) 108676(30.4) 32374 (41.4) 12153 (45.6)

  Other 309321(66.9) 43505 (45.5) 154358 (66.1) 111458 (83.6) 249050(69.6) 45797 (58.6) 14474 (54.4)

Smoking (n, %)
  Never 253414 (54.8) 57805 (60.5) 131176 (56.2) 64433 (48.3) 199695(55.8) 40,201 (51.4) 13518 (50.8)

  Previous 161005 (34.8) 29797 (31.2) 80251 (34.4) 50957 (38.2) 121456 (34) 29979 (38.4) 9570 (35.9)

  Current 48105 (10.4) 7989 (8.4) 22105 (9.5) 18011 (13.5) 36575 (10.2) 7991 (10.2) 3539 (13.3)

Alcohol (n, %)
  Never 19089 (4.1) 4430 (4.6) 8719 (3.7) 5940 (4.5) 14975 (4.2) 2924 (3.7) 1190 (4.5)

  Previous 16095 (3.5) 3199 (3.3) 6930 (3) 5966 (4.5) 11999 (3.4) 2963 (3.8) 1133 (4.3)

  Current 427340 (92.4) 87962 (92) 217883 (93.3) 121,495 (91.1) 330752(92.5) 72284 (92.5) 24304 (91.3)

MI (n, %)
  No 437877 (94.7) 92393 (96.7) 222405 (95.2) 123,079 (92.3) 339420(94.9) 73,433 (93.9) 25024 (94)

  Yes 24647 (5.3) 3198 (3.3) 11127 (4.8) 10,322 (7.7) 18306 (5.1) 4738 (6.1) 1603 (6)

Stroke (n, %)
  No 446621 (96.6) 93395 (97.7) 226408 (96.9) 126818 (95.1) 345697(96.6) 75267 (96.3) 25657 (96.4)

  Yes 15903 (3.4) 2196 (2.3) 7124 (3.1) 6583 (4.9) 12029 (3.4) 2904 (3.7) 970 (3.6)

Diabetes (n, %)
  No 423209 (91.5) 90858 (95) 216268 (92.6) 116083 (87) 329507(92.1) 70052 (89.6) 23650 (88.8)

  Yes 39315 (8.5) 4733 (5) 17264 (7.4) 17318 (13) 28219 (7.9) 8119 (10.4) 2977 (11.2)

Hypertension (n, %)
  No 285914 (61.8) 68971 (72.2) 148194 (63.5) 68749 (51.5) 223768(62.6) 46037 (58.9) 16109 (60.5)

  Yes 176610 (38.2) 26620 (27.8) 85338 (36.5) 64652 (48.5) 133958(37.4) 32134 (41.1) 10518 (39.5)

All cause dementia 
(yes, n, %)

6650 (1.4) 831 (0.9) 2878 (1.2) 2941 (2.2) 5229 (1.5) 1108 (1.4) 313 (1.2)

AD (yes, n, %) 2776 (0.6) 347 (0.4) 1243 (0.5) 1186 (0.9) 2237 (0.6) 424 (0.5) 115 (0.4)

VD (yes, n, %) 1514 (0.3) 165 (0.2) 640 (0.3) 709 (0.5) 1179 (0.3) 251 (0.3) 84 (0.3)
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Fig. 2  The Kaplan–Meier (K-M) curves were used to assess the cumulative risk between Computer use/TV viewing groups and different outcomes 
(VD, AD and all-cause dementia). TV viewing and computer use time was divided into three groups: ≥ 4 h/day, 2–3 h/day, and ≤ 1 h/day
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Egger regression estimation is preferred in the case with 
existence of pleiotropy, so using MR Egger, a significant 
causal association of TV viewing time with AD risk was 
observed, and more TV viewing time exposure was asso-
ciated with a higher AD risk.

We next investigated when AD was used as an expo-
sure factor, whether there was a causal association 
with TV viewing time (outcome). The results of five 
MR analysis methods are shown in Fig.  5B. Though 
no significant causal effect of AD was observed on 
TV viewing time using Inverse variance weighted 
(OR = 0.994, 95%CI: 0.988–1.001, P = 0.09) and Simple 
mode (OR = 0.995, 95%CI: 0.985–1.006, P = 0.41), we 
found a significant causal effect of AD on TV viewing 
time using Weighted mode (OR = 0.992, 95%CI: 0.987–
0.998, P < 0.05), Weighted median (OR = 0.993, 95%CI: 
0.987–0.998, P < 0.05), and MR Egger (OR = 0.99, 
95%CI: 0.982–0.999, P < 0.05). We further performed 

leave-one-out sensitivity test, pleiotropy test, and 
cohort heterogeneity test, no horizontal pleiotropy was 
observed among multiple IVs (P > 0.05), and no signifi-
cant difference between the MR results estimated by 
other IVs and the total results after excluding a cer-
tain IV, while a heterogeneity was observed among IVs 
(P < 0.01), (Supplemental Figure S4). Visualizations of 
other MR results are shown in Supplemental Figure 
S5-S6. When there is only heterogeneity and no plei-
otropy, the Weighted Median results are preferred, so 
a significant causal effect of AD was observed on TV 
viewing time using Weighted Median, and more AD 
exposure was associated with less TV viewing time.

There were bidirectional causal effects between TV 
viewing time and AD as analyzed using bidirectional 
MR, and more TV viewing time exposure was corre-
lated with higher AD risk and more AD exposure was 
correlated with less TV viewing time.

Table 2  The correlation between TV viewing/Computer use groups and outcomes (VD, all cause dementia, and AD)

The Cox proportional risk models were applied to evaluate the HR of VD, AD, and all cause dementia. Model 1 was unadjusted; Model 2 was adjusted for sex and 
age; Model 3 was adjusted for education level, ethnicity, sex, age, alcohol use, BMI, TDI, smoking, MI, diabetes, stroke, and hypertension. AD Alzheimer’s disease, VD 
vascular dementia, TDI Townsend deprivation index, MI myocardial infarction, BMI body mass index, RE reference

Group All cause dementia AD VD

HR (95%CI) P HR (95%CI) P HR (95%CI) P

TV viewing (h)
  Model 1
     ≤ 1 Re Re Re

    2–3 1.43(1.32–1.55)  < 0.001 1.48(1.31–1.67)  < 0.001 1.60(1.35–1.90)  < 0.001

     ≥ 4 2.64(2.44–2.85)  < 0.001 2.54(2.26–2.87)  < 0.001 3.19(2.69–3.78)  < 0.001

  Model 2
     ≤ 1 Re Re Re

    2–3 1.13(1.05–1.22)  < 0.01 1.15(1.02–1.30)  < 0.05 1.24(1.05–1.47)  < 0.001

     ≥ 4 1.52(1.41–1.64)  < 0.001 1.41(1.25–1.59)  < 0.001 1.77(1.49–2.09)  < 0.001

  Model 3
     ≤ 1 Re Re Re

    2–3 1.09(1.01–1.18)  < 0.05 1.12(0.99–1.26) 0.08 1.12(0.94–1.33) 0.202

     ≥ 4 1.29(1.19–1.40)  < 0.001 1.25(1.1–1.42)  < 0.001 1.24(1.04–1.49)  < 0.05

Computer use (h)
  Model 1
     ≤ 1 Re Re Re

    2–3 0.98(0.92–0.529) 0.53 0.88(0.79–0.97)  < 0.05 0.98(0.86–1.130) 0.82

     ≥ 4 0.81(0.81–0.91)  < 0.001 0.7(0.58–0.84)  < 0.001 0.97(0.77–1.2) 0.76

  Model 2
     ≤ 1 Re Re Re

    2–3 0.92(0.86–0.98)  < 0.01 0.84(0.76–0.94)  < 0.001 0.88(0.77–1.01) 0.07

     ≥ 4 1.02(0.91–1.15) 0.71 0.93(0.77–1.12) 0.44 1.18(0.94–1.47) 0.15

  Model 3
   ≤ 1 Re Re Re

  2–3 0.96(0.90–1.02) 0.21 0.9(0.81–1.00) 0.051 0.93(0.81–1.07) 0.31

   ≥ 4 1(0.89–1.12) 0.99 0.96(0.79–1.16) 0.65 1.11(0.88–1.39) 0.37
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Discussion
The findings of this study include: 1) TV viewing ≥ 4  h/
day was correlated with a higher risk of VD, AD and all-
cause dementia compared to TV viewing ≤ 1  h/day; 2) 
TV viewing ≥ 4  h/day was correlated with a higher AD 
risk at intermediate and high AD-GRS compared to TV 
viewing ≤ 1 h/day; 3) compared to TV viewing ≤ 1 h/day, 
TV viewing 2–3  h/day and TV viewing ≥ 4  h/day were 
correlated with a less hippocampus volume; 4) there were 
bidirectional causal effects between TV viewing time and 
AD analyzed by bidirectional MR; more TV viewing time 
exposure was correlated with a higher AD risk and more 
AD exposure was correlated with less TV viewing time.

Previous studies found that more watching TV time 
was associated with cognitive decline [8, 9, 34]. Consist-
ently, in our large population study, TV viewing ≥ 4  h/
day was correlated with a higher risk of VD, all-cause 
dementia, and AD. AD development has been demon-
strated to be attributed to combination of environmental 
and genetic factors [35], and individualized interventions 
are critical for participants with different genetic risks 
[6, 36]. For the first time, our study investigated the rela-
tionship between TV viewing and AD-GRS as well as AD 

development, and we observed an increased HR values 
with higher genetic risk and prolonged TV viewing time. 
Therefore, it was recommended that people with inter-
mediate and high AD-GRS should control their TV view-
ing time to be less than 4 h/day or even less than 1 h/day. 
In addition, hippocampal atrophy is one of the imaging 
manifestations closely related to AD [37]. In our study, 
TV viewing ≥ 4 h/day and 2–3 h/day were correlated with 
less hippocampus volume, which further provides evi-
dence for the correlation between TV viewing time and 
AD risk.

Current observational studies are limited to the prob-
lem of confounding and reverse causality. Mendelian 
randomization (MR) is a novel analytical method for 
studying causal associations [38]. This study, for the first 
time, investigated the causal association between TV 
viewing and AD utilizing bidirectional MR, and we found 
bidirectional causal effects between TV viewing time and 
AD: more TV viewing time exposure was correlated with 
higher AD risk, and more AD exposure was correlated 
with less TV viewing time.

The association of TV viewing time exposure with 
higher AD risk can be explained as follows: first, TV 

Fig. 3  The Cox proportional risk models were applied to investigate the relationship between TV viewing (Fig. 3A)/computer use (Fig. 3B) groups, 
AD-GRS and AD risk. The less viewing/Computer use time combined with low AD-GRS as the reference group. The model was adjusted for ethnicity, 
sex, education level, age, alcohol use, BMI, TDI, smoking, MI, diabetes, stroke, and hypertension
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viewing time is correlated with a higher risk of car-
diovascular and cardiometabolic diseases [39], both of 
which are risk factors for AD [40]; second, watching TV 
increases time of sitting, resulting in reduced muscle 
activity and energy expenditure [41, 42], further leading 
to physical activity reduction and cognitive decline [43, 
44]; third, TV viewing usually implies a long period of sit-
ting after dinner in the evening, which may be harmful 
to cardiometabolic health [42], thereby impacting brain 
health [45]; forth, more TV viewing can cause passive 
intense sensory stimulation of the audience, and affect 
their emotions, so it may lead to spiritual and psychologi-
cal influence [46]. In addition to its memory functions, 
hippocampus has been found to function in emotional 
coding [47]. In our study, we also found that TV view-
ing ≥ 4  h/day and 2–3  h/day were correlated with less 
hippocampus volume. In our study, after adjusting for 
multiple cardiovascular confounders, the correlation 
between more viewing time and a higher AD risk sug-
gesting the existence of more underlying mechanisms 
between them, which need further study in the future.

The association of more AD exposure with less TV 
viewing time may be explained as follows: in AD or 
preclinical AD patients, a variety of clinical symp-
toms appear including early clinical symptoms of mood 
change, anxiety, disturbed sleep, apathy, and depressive 
symptoms, and late clinical symptoms of impaired judg-
ment, disorientation, loss of interest and other mental 
behavioral changes [48, 49]. Therefore, reduced TV view-
ing time may be an early manifestation (loss of interest) 
of AD. Our bidirectional MR study provided the causal 
effects between more AD exposure and less TV viewing 
time. More underlying mechanisms need further study in 
the future.

In addition, our study found that there was no obvi-
ous association between computer use and dementia. 
On the one hand, long-term computer use may lead to 
a lack of exercise and physical activity and a reduction 
in social interaction [50], which may be associated with 
an increased risk of dementia [51]. On the other hand, 
computer use may require a certain amount of cogni-
tive and mental activity, which helps to keep the brain 
active and flexible, thus reducing the risk of developing 

Fig. 4  The GLM were applied to investigate the correlation between screen-based sedentary activities (Fig. 4A, TV viewing; Fig. 4B, Computer use) 
and gray matter volume, white matter volume, white matter + gray matter volume, and hippocampus volume. The model was adjusted for ethnicity, 
sex, education level, age, alcohol use, BMI, TDI, smoking, MI, diabetes, stroke, and hypertension
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dementia [52]. More evidence is needed to confirm the 
link between computer use and dementia risk.

The main strengths of our study include follows: first, 
this study was based on the data from a prospective 
cohort study of UKB with large-scale long-term follow-
up; second, in this study, multiple confounders associ-
ated with dementia were adjusted; third, the correlations 
between TV viewing, genetic risk and AD risk were stud-
ied for the first time in this study; fourth, in this study, 
the correlation between TV viewing and brain structural 
volume was studied, which provides more evidence sup-
port for the correlation between TV viewing and AD 
risk; finally, to avoid the influence of confounding factors, 
a novel causal association study method of bidirectional 
MR was used for the first time to investigate the causal 
relationship of TV viewing and AD. On the other hand, 
there are still some limitations in our study: first, due to 
limited information of other types of sedentary behav-
iors, we only included two popular forms of screen-based 
sedentary activity; second, some participants may had 
changed their computer use time or TV viewing time 
during follow-up, and lack of this information is also a 
limitation of our study; finally, this study mainly involved 
people from Europe, so the conclusions drawn have cer-
tain limitations for people in other regions, however, they 

can still be used as a reference for people in other regions 
in dementia prevention.

Conclusions
There was a causal effect between TV viewing time and 
AD using bidirectional MR, and more TV viewing time 
exposure was correlated with a higher AD risk. There-
fore, it is recommended that people with intermediate 
and high AD-GRS should control their TV viewing time 
to be less than 4 h/ day or even less than 1 h/day.
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of AD (exposure) and TV viewing (outcome)



Page 12 of 13Yuan et al. BMC Public Health         (2023) 23:2141 

Supplementary Information
The online version contains supplementary material available at https://​doi.​
org/​10.​1186/​s12889-​023-​17050-3.

Additional file 1: Table S1. The single nucleotide polymorphisms (SNPs) 
that showed significant genome-wide association with AD, (the SNP 
loci of newly discovered genes in the UKB database were not included). 
Table S2. The time spent watching television (TV) instrumental Variables 
(IVs) were obtained from a GWAS of UKB participants (https://gwas.mrcieu.
ac.uk/; GWAS ID: ukb-b-5192). Table S3. Extract the instrumental Variables 
(IVs) information that exposure (the time spent watching television ) 
to the outcome(Alzheimer’s disease). Table S4. The exposure(the time 
spent watching television ) instrumental Variables (IVs) were matched to 
the effect allele of outcome(Alzheimer’s disease) instrumental Variables 
(IVs). Table S5. Alzheimer’s disease instrumental Variables (IVs) were 
obtained from a GWAS of Alzheimer Disease Genetics Consortium (ADGC), 
European Alzheimer’s Disease Initiative (EADI)]. (https://gwas.mrcieu.
ac.uk/; GWAS ID:ieu-b-2). Table S6. Extract the instrumental Variables 
(IVs) information that exposure (Alzheimer’s disease) to the outcome(the 
time spent watching television). Table S7. The exposure(Alzheimer’s 
disease) instrumental Variables (IVs) were matched to the effect allele of 
outcome(the time spent watching television ) instrumental Variables (IVs)

Additional file 2: Figure S1. Leave-one-out sensitivity test of MR 
results when the time spent watching television is the exposure, AD 
is the outcome. Figure S2. Association of a single exposed SNP with 
outcome when the time spent watching television is the exposure, AD 
is the outcome. Figure S3. Distribution of single SNP when the time 
spent watching television is the exposure, AD is the outcome. Figure S4. 
Leave-one-out sensitivity test of MR results when AD is the exposure, the 
time spent watching television is the outcome. Figure S5. Association of 
a single exposed SNP with outcome when AD is the exposure, the time 
spent watching television is the outcome. Figure S6. Distribution of single 
SNP when AD is the exposure, the time spent watching television is the 
outcome. Figure S7. The Cox proportional risk models were applied to 
evaluate the HR of VD, AD, and all cause dementia by sex subgroup analy-
sis. The Model was adjusted for education level, ethnicity, age, alcohol use, 
BMI, TDI, smoking, MI, diabetes, stroke, and hypertension. AD, Alzheimer’s 
disease; VD, vascular dementia; TDI, Townsend deprivation index; MI, 
myocardial infarction; MI, body mass index; RE, reference

Acknowledgements
We would like to thank the UK Biobank staff and management team for their 
great contribution to the collection of the data.

Authors’ contributions
Jun Lyu and Anding Xu: study design; Shiqi Yuan, Yitong Ling, and Wanyue Li: 
manuscript writing; Shiqi Yuan, Yitong Ling, Wanyue Li, Xiaxuan Huang, Aozi 
Feng, Shanyuan Tan, Ningxia He, Li Li, and Shuna Li: data analysis; all the authors 
reviewed the manuscript, provided comments and approved the final manuscript.

Funding
This study was funded by Guangdong Provincial Key Laboratory of Traditional 
Chinese Medicine Informatization (Grant No. 2021B1212040007).

Availability of data and materials
The data are available from the UK Biobank (https://​bioba​nk.​ctsu.​ox.​ac.​uk/), 
but the use of these data is subject to the UK Biobank’s rigorous approval 
process and therefore they are not publicly available.

Declarations

Ethics approval and consent to participate
All procedures followed were in accordance with the ethical standards of the 
responsible committee on human experimentation (institutional and national) 
and with the Helsinki Declaration of 1975, as revised in 2008 (5). The UK 
biobank was approved by the Northwest Multicenter Research Ethics Com-
mittee (11/NW/0382), and all participants agreed to their inclusion, and signed 
written informed consent forms.

Consent for publication
Not Applicable.

Competing interests
The authors declare no competing interests.

Author details
1 Department of Neurology, Guangdong Province, The First Affiliated Hospital 
of Jinan University, No.613, Huangpu Road West, Guangzhou 510630, China. 
2 Department of Rehabilitation, Guangdong Province, The First Affiliated 
Hospital of Jinan University, No.613, Huangpu Road West, Guangzhou 510630, 
China. 3 Department of Clinical Research, Guangdong Province, The First 
Affiliated Hospital of Jinan University, No.613, Huangpu Road West, Guang-
zhou 510630, China. 4 Guangdong Provincial Key Laboratory of Traditional 
Chinese Medicine Informatization, Guangzhou 510630, Guangdong, China. 

Received: 20 April 2023   Accepted: 23 October 2023

References
	1.	 Horstkotter D, Deckers K, Kohler S. Primary prevention of dementia: an 

ethical review. J Alzheimers Dis. 2021;79:467–76.
	2.	 Livingston G, Huntley J, Sommerlad A, Ames D, Ballard C, Banerjee S, et al. 

Dementia prevention, intervention, and care: 2020 report of the Lancet 
Commission. Lancet. 2020;396:413–46.

	3.	 Sexton CE, Anstey KJ, Baldacci F, Barnum CJ, Barron AM, Blennow K, 
et al. Alzheimer’s disease research progress in Australia: The Alzheimer’s 
Association International Conference Satellite Symposium in Sydney. 
Alzheimers Dement. 2022;18:178–90.

	4.	 Crous-Bou M, Minguillon C, Gramunt N, Molinuevo JL. Alzheimer’s 
disease prevention: from risk factors to early intervention. Alzheimers Res 
Ther. 2017;9:71.

	5.	 Xu W, Tan L, Wang HF, Jiang T, Tan MS, Tan L, et al. Meta-analysis of modifi-
able risk factors for Alzheimer’s disease. J Neurol Neurosurg Psychiatry. 
2015;86:1299–306.

	6.	 Dunn AR, O’Connell K, Kaczorowski CC. Gene-by-environment interac-
tions in Alzheimer’s disease and Parkinson’s disease. Neurosci Biobehav 
Rev. 2019;103:73–80.

	7.	 Kim Y, Yeung S, Sharp SJ, Wang M, Jang H, Luo S, et al. Genetic susceptibil-
ity, screen-based sedentary activities and incidence of coronary heart 
disease. BMC MED. 2022;20:188.

	8.	 Fancourt D, Steptoe A. Television viewing and cognitive decline in older 
age: findings from the English Longitudinal Study of Ageing. Sci Rep. 
2019;9:2851.

	9.	 Bakrania K, Edwardson CL, Khunti K, Bandelow S, Davies MJ, Yates T. 
Associations between sedentary behaviors and cognitive function: 
cross-sectional and prospective findings From the UK Biobank. AM J 
EPIDEMIOL. 2018;187:441–54.

	10.	 Colliot O, Hamelin L, Sarazin M. Magnetic resonance imaging for diagno-
sis of early Alzheimer’s disease. Rev Neurol (Paris). 2013;169:724–8.

	11.	 Kumari M, Holmes MV, Dale CE, Hubacek JA, Palmer TM, Pikhart H, et al. 
Alcohol consumption and cognitive performance: a Mendelian randomi-
zation study. Addiction. 2014;109:1462–71.

	12.	 Larsson SC. Mendelian randomization as a tool for causal inference in 
human nutrition and metabolism. CURR OPIN LIPIDOL. 2021;32:1–8.

	13.	 Sekula P, Del GMF, Pattaro C, Kottgen A. Mendelian randomization as an 
approach to assess causality using observational data. J AM SOC NEPH-
ROL. 2016;27:3253–65.

	14.	 Yuan S, Huang X, Ma W, Yang R, Xu F, Han D, et al. Associations 
of HDL-C/LDL-C with myocardial infarction, all-cause mortality, 
haemorrhagic stroke and ischaemic stroke: a longitudinal study based 
on 384 093 participants from the UK Biobank. Stroke Vasc Neurol. 
2023;8:119–26.

	15.	 Littlejohns TJ, Holliday J, Gibson LM, Garratt S, Oesingmann N, Alfaro-
Almagro F, et al. The UK Biobank imaging enhancement of 100,000 partic-
ipants: rationale, data collection, management and future directions. NAT 
COMMUN. 2020;11:2624.

	16.	 Collins R. What makes UK Biobank special? Lancet. 2012;379:1173–4.

https://doi.org/10.1186/s12889-023-17050-3
https://doi.org/10.1186/s12889-023-17050-3
https://biobank.ctsu.ox.ac.uk/


Page 13 of 13Yuan et al. BMC Public Health         (2023) 23:2141 	

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

	17.	 Dunstan DW, Barr EL, Healy GN, Salmon J, Shaw JE, Balkau B, et al. Televi-
sion viewing time and mortality: the Australian Diabetes, Obesity and 
Lifestyle Study (AusDiab). Circulation. 2010;121:384–91.

	18.	 Yuan S, Ma W, Yang R, Xu F, Han D, Huang T, et al. Sleep duration, genetic 
susceptibility, and Alzheimer’s disease: a longitudinal UK Biobank-based 
study. BMC GERIATR. 2022;22:638.

	19.	 Miller KL, Alfaro-Almagro F, Bangerter NK, Thomas DL, Yacoub E, Xu J, et al. 
Multimodal population brain imaging in the UK Biobank prospective 
epidemiological study. NAT NEUROSCI. 2016;19:1523–36.

	20.	 Falkovskiy P, Brenner D, Feiweier T, Kannengiesser S, Marechal B, Kober 
T, et al. Comparison of accelerated T1-weighted whole-brain structural-
imaging protocols. Neuroimage. 2016;124:157–67.

	21.	 Bycroft C, Freeman C, Petkova D, Band G, Elliott LT, Sharp K, et al. The UK 
Biobank resource with deep phenotyping and genomic data. Nature. 
2018;562:203–9.

	22.	 Leng Y, Ackley SF, Glymour MM, Yaffe K, Brenowitz WD. Genetic risk of 
Alzheimer’s disease and sleep duration in non-demented elders. Ann 
Neurol. 2021;89:177–81.

	23.	 Jansen IE, Savage JE, Watanabe K, Bryois J, Williams DM, Steinberg S, et al. 
Genome-wide meta-analysis identifies new loci and functional pathways 
influencing Alzheimer’s disease risk. NAT GENET. 2019;51:404–13.

	24.	 Marioni RE, Harris SE, Zhang Q, McRae AF, Hagenaars SP, Hill WD, 
et al. GWAS on family history of Alzheimer’s disease. Transl Psychiatry. 
2018;8:99.

	25.	 Fan M, Sun D, Zhou T, Heianza Y, Lv J, Li L, et al. Sleep patterns, genetic 
susceptibility, and incident cardiovascular disease: a prospective study of 
385 292 UK biobank participants. Eur Heart J. 2020;41:1182–9.

	26.	 Timpson NJ, Nordestgaard BG, Harbord RM, Zacho J, Frayling TM, 
Tybjaerg-Hansen A, et al. C-reactive protein levels and body mass index: 
elucidating direction of causation through reciprocal Mendelian rand-
omization. Int J Obes (Lond). 2011;35:300–8.

	27.	 Davey SG, Hemani G. Mendelian randomization: genetic anchors 
for causal inference in epidemiological studies. Hum Mol Genet. 
2014;23:R89-98.

	28.	 Zheng J, Baird D, Borges MC, Bowden J, Hemani G, Haycock P, et al. 
Recent Developments in Mendelian Randomization Studies. Curr Epide-
miol Rep. 2017;4:330–45.

	29	 Hemani G, Zheng J, Elsworth B, Wade KH, Haberland V, Baird D, et al. The 
MR-Base platform supports systematic causal inference across the human 
phenome. Elife. 2018;7:e34408.

	30.	 Chen W, Cai X, Yan H, Pan Y. causal effect of obstructive sleep apnea on 
atrial fibrillation: a Mendelian randomization study. J Am Heart Assoc. 
2021;10:e22560.

	31.	 Bowden J, Davey SG, Burgess S. Mendelian randomization with invalid 
instruments: effect estimation and bias detection through Egger regres-
sion. Int J Epidemiol. 2015;44:512–25.

	32.	 Hemani G, Bowden J, Davey SG. Evaluating the potential role of 
pleiotropy in Mendelian randomization studies. Hum Mol Genet. 
2018;27:R195-208.

	33.	 Sproviero W, Winchester L, Newby D, Fernandes M, Shi L, Goodday SM, 
et al. High Blood pressure and risk of dementia: a two-sample Mendelian 
randomization study in the UK Biobank. Biol Psychiatry. 2021;89:817–24.

	34.	 Raichlen DA, Klimentidis YC, Sayre MK, Bharadwaj PK, Lai M, Wilcox RR, 
et al. Leisure-time sedentary behaviors are differentially associated with 
all-cause dementia regardless of engagement in physical activity. Proc 
Natl Acad Sci U S A. 2022;119:e2088036177.

	35.	 Bu G. Apolipoprotein E and its receptors in Alzheimer’s disease: pathways, 
pathogenesis and therapy. Nat Rev Neurosci. 2009;10:333–44.

	36.	 Finch CE, Kulminski AM. The Alzheimer’s Disease Exposome. Alzheimers 
Dement. 2019;15:1123–32.

	37.	 van de Pol LA, van der Flier WM, Korf ES, Fox NC, Barkhof F, Scheltens P. 
Baseline predictors of rates of hippocampal atrophy in mild cognitive 
impairment. Neurology. 2007;69:1491–7.

	38.	 Andrews SJ, Goate A, Anstey KJ. Association between alcohol consump-
tion and Alzheimer’s disease: a Mendelian randomization study. Alzhei-
mers Dement. 2020;16:345–53.

	39.	 Ekelund U, Brown WJ, Steene-Johannessen J, Fagerland MW, Owen N, 
Powell KE, et al. Do the associations of sedentary behaviour with cardio-
vascular disease mortality and cancer mortality differ by physical activity 
level? A systematic review and harmonised meta-analysis of data from 
850 060 participants. Br J Sports Med. 2019;53:886–94.

	40.	 Tublin JM, Adelstein JM, Del MF, Combs CK, Wold LE. Getting to the Heart 
of Alzheimer Disease. CIRC RES. 2019;124:142–9.

	41.	 Mansoubi M, Pearson N, Clemes SA, Biddle SJ, Bodicoat DH, Tolfrey K, 
et al. Energy expenditure during common sitting and standing tasks: 
examining the 1.5 MET definition of sedentary behaviour. BMC Public 
Health. 2015;15:516.

	42.	 Wu J, Zhang H, Yang L, Shao J, Chen D, Cui N, et al. Sedentary time and 
the risk of metabolic syndrome: a systematic review and dose-response 
meta-analysis. Obes Rev. 2022;23: e13510.

	43.	 Nagase T, Tohda C. Skeletal muscle atrophy-induced hemopexin acceler-
ates onset of cognitive impairment in Alzheimer’s disease. J Cachexia 
Sarcopenia Muscle. 2021;12:2199–210.

	44.	 Maeda K, Akagi J. Cognitive impairment is independently associated with 
definitive and possible sarcopenia in hospitalized older adults: The preva-
lence and impact of comorbidities. Geriatr Gerontol Int. 2017;17:1048–56.

	45.	 Ohara T, Doi Y, Ninomiya T, Hirakawa Y, Hata J, Iwaki T, et al. Glucose toler-
ance status and risk of dementia in the community: the Hisayama study. 
Neurology. 2011;77:1126–34.

	46.	 Aronson M. Does excessive television viewing contribute to the develop-
ment of dementia? Med Hypotheses. 1993;41:465–6.

	47	 Saw G, Tang FR. Epigenetic Regulation of the Hippocampus, with Special 
Reference to Radiation Exposure. Int J Mol Sci. 2020;21:9514.

	48.	 Jost BC, Grossberg GT. The evolution of psychiatric symptoms in Alzhei-
mer’s disease: a natural history study. J Am Geriatr Soc. 1996;44:1078–81.

	49.	 Atri A. The Alzheimer’s disease clinical spectrum: diagnosis and manage-
ment. Med Clin North Am. 2019;103:263–93.

	50.	 Malamud O, Pop-Eleches C. Home computer use and the development 
of human capital. Q J Econ. 2011;126:987–1027.

	51.	 Brown SC, Perrino T, Lombard J, Wang K, Toro M, Rundek T, et al. Health 
disparities in the relationship of neighborhood greenness to mental 
health outcomes in 249,405 U.S. Medicare Beneficiaries. Int J Environ Res 
Public Health. 2018;15:430.

	52.	 Spartano NL, Davis-Plourde KL, Himali JJ, Andersson C, Pase MP, Maillard 
P, et al. Association of accelerometer-measured light-intensity physical 
activity with brain volume: the Framingham heart study. JAMA Netw 
Open. 2019;2:e192745.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	Associations of screen-based sedentary activities with all cause dementia, Alzheimer’s disease, vascular dementia: a longitudinal study based on 462,524 participants from the UK Biobank
	Abstract 
	Background 
	Methods 
	Results 
	Conclusions 

	Background
	Methods
	Study population
	Exposures
	Confounders
	Outcomes
	Brain MRI
	Assessment of genetic susceptibility to Alzheimer’s disease
	Bidirectional MR analysis

	Statistical analyses
	Results
	Baseline characteristics
	The Kaplan–Meier (K-M) curve
	Hazard ratio (HR) estimation for VD, AD and all-cause dementia
	Joint correlation between TV viewingComputer use and AD-GRS for AD risk
	The association between screen-based sedentary activities and brain structure
	Summary of the MR analysis

	Discussion
	Conclusions
	Anchor 26
	Acknowledgements
	References


